37 11 Vol.37 No.11
2017 6 ACTA ECOLOGICA SINICA Jun. 2017

DOI: 10.5846/stxb201603210503

. AM . 2017 37( 11) : 3628-3635.
Shi G X Jiang SJ Luo JJ Zhou H K Feng H Y.Relationships between plant phylogeny and arbuscular mycorrhizal fungal colonization in an alpine
meadow ecosystem.Acta Ecologica Sinica 2017 37( 11) : 3628-3635.

AM

12 3 3 2 3%

1 745000

2 810008

3 730000

17 AM AM
. AM AM
AM .
AM AM .
; AM ; ;

Relationships between plant phylogeny and arbuscular mycorrhizal fungal

colonization in an alpine meadow ecosystem
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Abstract: Arbuscular mycorrhizal ( AM) fungal colonization in the roots of 17 common plant species were measured to
analysis the phylogenetic conservatism of AM colonization that are believed to be plant functional traits. The results showed
that there were no phylogenetic signals of AM colonization and its extant significant variation was explained more by
relatively recent than ancient divergences in the phylogeny suggesting that closely related plant lineages had no similar
traits. Our study systematically reports the relationships between plant phylogeny and AM colonization in an alpine meadow

ecosystem and highlights no significant relevance between plant phylogeny and AM colonization.
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1
Table 1 The basic information of all collected plant in this study
No. Chinese name Family Function group Life story traits abuizlji\: .
1 Thalictrum aquilegifolium 1.00
2 Aconitum gymnandrum 1.34
3 Hypecoum erectum 1.34
4 Potentilla anserina 3.01
5 Medicago sativa 8.03
6 Elsholtzia densa 1.34
7 Galium verum 7.69
8 Ajania tenuifolia 10.70
9 Leontopodium japonicum 3.01
10 Artemisia roxburghiana 2.01
11 Anaphalis lactea 3.01
12 Allium przewalskianum 1.34
13 Koeleria glauca 1.34
14 Elymus nutans 20.40
15 Festuca sinensis 2.39
16 Agrostis matsumurae 2.34
17 Kobresia humilis 23.75
APG 1T ‘R20120829° ‘Phylomatic’ o
Phylocom 4.2( http: //phylodiversity.net/phylocom/) ‘Bladj’ o,
( Contribution indices ClIs) ( Phylogenetic signal)
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2
2.1 AM
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