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Tab 1 Origin of plant material and their accession number in GenBank
Taxon Locdity and Voucher Accesson number
Swertia chirayita Buch.- Ham From the crude medicine AF255917
S. wolfongiana Gruning Magin, Qingha , Liu Jianquan 9906 AF255914
S. erythrosticata Maxim. Huzhu, Qingha , Liu Jianquan 9908 AF251122
S. mussotii Franch. Yushu, Qingha , LiuJianquan 641 AF255915
Chengduo , Qinghai , Liu Jianquan 20001
Nangdgian, Qingha , Liu Jianquan 20002
Chengduo , Qinghai , Liu Jianquan 20003
From the crude medicine
S. franchetiana H. Smith Huzhu, Qinghai , Liu Jianquan 9909 AF255916
Xining, Qingha , Xue Chunying 05
Gonghe, Qingha 20003
From the crude medicine
S. przewalskii FAsgauk Qilian, Qingha , Liu Jianquan 9907 AF255913
S. tetraptera Maxim. Yuan and Kupfer 1995 748115 ,748139
L omatogonium macranthum Didset Glg Yuan and Kupfer 1995 748108 ,748135
Halenia elliptica D. Don. Yuan and Kupfer 1995 748107 ,748134
PAUP , , 241,
ITS (crn (RI) 0.851
2 2 0. 697
: 16 ( )
CY ;
’ 36 ’
62 42 PAUP , (bootstrgp) 100 %
gap
Tab 2 Pairwise genetic distances of 1TS sequences of S. mussotii and other adulterant species
1 2 3 4 5 6 7 8 9
1 Haleniadliptica - 0.135 0.096 0.140 0.123 0.125 0.131 0.135 0.116
2 Lomatogonium macranthum 61 - 0.127 0.101 0.104 0.104 0.110 0.092 0.077
3  Swertia. tetraptera 44 58 - 0.124 0.120 0.118 0.125 0.111 0.114
4 S franchetiana 64 46 57 - 0.100 0.102 0.109 0.035 0.072
5  S.erythrosticata 56 47 55 46 - 0.031 0.035 0.089 0.072
6  S. przewalskii 57 47 54 47 14 - 0.009 0.091 0.074
7 S. wolfongiana 60 50 57 50 16 4 - 0.098 0.078
8 S. mussotii 62 42 51 16 41 42 45 - 0.065
9 S. chirayita 53 35 52 33 33 34 36 30 -
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A COMPARISON OF THE ITS SEQUENCES OF THE TIBETAN
MEDICINE" ZANGYIN CHEN" —SWERTIA MUSSOTTI
AND ITSADUW TERANT SPECIES

L IU Jianrquan® ? , CHEN Zhi-duan® , L IAO Zhi-xin*, LU An-mir?

(1. Northwest Plateau Institute of Biology, Chinese Academy of Sciences, Xining 810001, China;
2. Laboratory of Systematic and Evol utionary Botany, Institute of Botany,
Chinese Academy of Sciences, Beijing 100093, China)

ABSTRACT : AIM  To identify the medicine and search for new medicine resource at the molecular level ,
the ITSof* Zang Yin Chen” — Swertia mussotti and its adulterant species were sequenced. METHODS The
double-stranded DNA was amplified usng PCR systems 9 600 kits and sequenced on an ABI 377 automated
sequencer from both directions. RESUL TS The ITS sequencesof S. mussotti in different populations showed
no variation. It has the unique 1 TS sequence and shows distinct difference from its adulterant ecies. In the
phylogenetic tree based on the ITS data of S. mussotti and al vicarious ecies constructed by Paup,
S. franchetiana and S. mussotti clustered together with high bootstrap support. CONCL USION ITS
sequences can be used for the molecular authentication between the S. mussotti and its adulterant species.
S. franchetiana can be regarded as a new medicine reource of* Zang Yin Chen”.

KEY WORDS: Tibetan medicine; Zang Yin Chen; interna transcribed spacers; Swertia mussotti ;
S. franchetiana; authentication



