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Abstract. Objective: To contrast the remediation effect of different bioremediation patterns on crude-oil
polluted soil in eastern Gansu Province. Methods: Different bioremediation patterns including local micro—
bial functional agents ( MR) phytoremediation ( PR) and combined remediation ( M-PR) have been se—
lected in situ bioremediation of on crude-oil contaminated soil for 4 months. Total petroleum hydrocarbons
( TPHs) and soil dehydrogenase activity are investigated using conventional methods and the genetic di—
versity of bacterial community is analyzed based on PCR-DGGE. Results: We found that a higher TPHs
degradation rate ( uM-P R =67.29 3. 67%) and increased soil dehydrogenase activity (40.33 =
1.24pg*g —1°24h —1) are detected in M-P R group. As for the genetic diversity of bacterial communi—
ty Patrick index and Shannon-Wiener index of M-PR group are significantly higher than that of other
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groups and the increased Pielou index is only detected in group of PR and M-PR compared with the CK
respectively. Moreover Nonmetric nonmetric multidimensional scaling ( NMDS) showed that crude-oil
contaminated soil in Gansu province of the Loess Plateau are strongly affected by soil TPHs concentration
(r2=0.9218) bioremediation pattern ( 2 =0.8607) and following-affected by Patrick index of soil
bacterial communities ( 12 = 0. 7064) . Conclusion: All of the results mentioned above are conducive to
further understand the response of soil environmental factors on crude oil pollution and offer background
information for the remediation of crude oil-contaminated soil in eastern Gansu Province.

Key words: crude-oil contaminated soil; bioremediation pattern; TPHs degradation rate; soil dehydro—
genase activity; the genetic diversity of bacterial community
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