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An Highreffective Method o Extracting Genomic DNA from Saxifragaceae Hants

ZHANG Desjun et al  (Key Laboratory of Adgptation and Evolution of Fateau Biota , Northwes Inditute of Alateau Biology , Chinese Acadenmy of Sai-
ences, Xining, Qinghai 810001)

Abgract [Obective] The ressarch amed to explore the dfective method of extracting DNA from Saxifragaceee plants. [ Method] DNA was extracted
from 11 pecies of Saxifragaceee plants by usng the nodfied CATB method. With the extracted DNA as tenplate , the universal primers® pbAF" and
“ trnHR” were used to meke PCR anplification on psbA- trnH fragment in chioroplag DNA from Saxifragaceee plants. [ Resuit] DNA with higher purity
and better qudity was obtained by this method. The yidd of PCR anplification on psbA- trnH with the obtained DNA was high and it coud be used in
andyss such as the subsequent sequencing. The PCR products of Saxifraga nontana H.  Sith were purified and sequenced , and a sequence with the sze
o 262 bp wasobtained. It was conpared with psbA- trnH sequence in other plants Saxifraga L .on GerBank website , which proved thet this sequence was
target regon o psbA- trnH sequence. [ Goncduson] This method could wipe off the di surbance of secondary substances to DNA and the extracted genonric
DNA ocoud be used in sequencing andyss o chloroplag  pshA- trnH and other genetic andlys's.
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