P EES S RS2 E2014F 10 B 2585 58] Chin) Vector Biol & Control, October 2014, ¥51.25, No.5 - 413 -

T ek e T X e i o B A A A A

MR RN 3 2 AR R AR IREIE, R AR AR
1 TR M7 6 TS 1 T BB VAR, P8 T 8116025 2 Fp IRl b P AL 5 5L A Wy 5 e
T VET° 8100085 3 24 MM AR N T A 2= B i A T 5 A ST FSE 5 4 BFFS ELR i

WE: BEY A AR SRS TERIRE AT AT S O ALSAN 23 [ 73, Ayt — 20 W f e i B2 £ 3 1) DX R

TESRAURb Al . Tk R BRBEHH = B U5l B, WA A
BER TR 18RE AT A2 i B 282 L, Hrh e B 203

RN R T A 2542 2, 7R S0 00 2 A TR 2R e AN T #T -
H, BN 71.99% ; JK R R e 27 42 % 835 L, AR &%

N IS

FRCH 2.96 DL/ RIS AT o, T RE R A 3 RS, Ho A SCARRIRUB 28 D03, B SRR BIOHT = i o, C S AU
Wb B RIURT ST T L0 ot A X I3, 79 A8 R TSt X R I 2 AT B0 X, BT AR 2 A

X R AE RS

KEEA: S MR R e, RBIREG KR
hE 2S5 :53443; R384.3  XEIAREM:A
DOI: 10.11853/j.issn.1003.4692.2014.05.007

X ERS:1003-4692(2014)05-0413-03

Survey of flea faunas on Fospalax baileyi in Qinghai-Tibet Plateau, China
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Abstract: Objective To investigate the species composition and geographic distribution of fleas on plateau zokors (Fospalax

baileyi) and consequently to clarify the fauna of zokor fleas in the Qinghai-Tibet Plateau, China. Methods Ground arrows were

used to kill E. baileyi, and all fleas on the zokors were collected by combing and were then identified in the laboratory and
analyzed statistically. Results A total of 282 E. baileyt were captured from 18 sampling sites, and 203 (71.99%) of them were
infected by one or more fleas. A total of 835 fleas were collected, with a total flea index of 2.96 individuals per host. The
hierarchical cluster analysis grouped the 18 sites into 3 main clades. Clade A was dominated by Neopsylla paranoma; clade B was
dominated by N. sellaris; clade C had the fewest flea individuals. Conclusion The area around the Qinghai Lake is dominated

by N. paranoma, the southeastern area of Qinghai province is a unique region for N. sellaris, and the Yellow River seems to have

little influence on the fauna of fleas on E. baileyi.

Key words: Flea; Fospalax baileyi; Flea infection rate; Flea index; Fauna

dEH B A B AR, R ARSI 2 it
ey (02 WU ) 10 B EAL R o v LRy Bl
(Eospalax baileyi) 3 J& Wi th H #EIE BB (Spalacidae) |
i) BBl (Myospalacinae ) ™ 50y SRS L 2 7 8 g R4
AR R W SRR BRI R A AR 2R 2
EARE R, KM LR 22 S0 v It iy BLAY 232 (o7

E&WH : HE AR EHEL4 (31101628) 5 1 EFL BTG
2 ARSI P e

YEE BT PRI, 55, P9 51, 30 D BUy2e B 4 R RO I A W5
Email: mjy70315@163.com

BIFEE ARILE , Email: lingonghua@nwipb.cas.cn

— BAFTERUL, BOA R A — ST A, SOk 28 08 i B
(E. rufescens) P 1E B (E. fontanieri) B 2 JEAEAP 5 B
FEAER , AR NPT Wy R I S50 A B w32
SR, & T HL A7 AR S 0 3 28 R, 2013 39T IE X
AN AT kS 2P RAR I o AN, TERC A TR
71 e i A 22 Fh Ay AR SR E R A Bkt e, )0
A 5 R R E 2508 AN TE A O
AN, Z B4 JCER 3 %k By BT A= 2 T 9 4 R T S
SESE TR 28 b 28 L 3] R R R ] 2% S DU AR /9
Feo ARMFFER T 1 AR08 e Sy Bl 22200 A1 X HEAT R
GERFERY) R A E , [ AR 20 B 25 AR s i 21



- 414 - r [E A A W) B A 2 2014 45 10 HE5 25 555 5 Chin J Vector Biol & Control, October 2014, Vol.25, No.5

JRN S 8] 3 AT DAt — A S v D B 2 ) DX AR
FRAESR AR AR I

1 #R57I=E

L1 GAEEE AR R B A RN SIS Ol Y
T, T 201247 4—5 H e HUE 2 )ik H 2% BRI IX
WA TORAE . AV RIS R PRI K | B SR R
FE AERE TRE R CELBh AR TR AR DG B
FEIE 14 4~ B 18 A HE A TR FE 2715~3847 m Z [H] .
KA E RN,

1.2 AFEZ = RAARUIRA A C &I BRIt
5 TSR R R, AR A A AR TG B R A A
1 H B PR 28, 10 min J5 AT 5 2
U AT 27 A 2, o0 i R A AR B TR S B 0
W R TR B A B A [, TR T A e TR
il T TR S R

13 geit s JE AR Excel 11 BETT 5

H, I SPSS 20.0 Bt A Geitorbr . )= R Ik
(hierarchical cluster analysis) % £ £ s, 19 2% i 21 p i
PRI

Yo 48 = Je MBI S MK X 100%

AR E = ARG B MAR%L

2 & B

2.1 FAFZMBRME  IE IS PR R R B
282 H, Horh et il 203 H, YL 71.99%, PEHGH.
T e e o5 i = (100% ), ) B AEC B HLRk =z (12K
93.33%) , St 15 (i B B Fhe e 2 R A AR
(11.77%) o FEAARIAFA 2 3 835 UL, 1ol 10> 25 Fh,
SMREARECH 2.96 WL/ H o P34 48 80 ma 11 3 1A
S ATEBERS (5.86) JLAIN(5.50) FIFRIE 2(5.38) , Fefik Y
FIHER 5 RS 1(0.18) s Horh Bl 2 9 MA L A= TE ] Ak
FOEE, 43 R BIHLUH & (Neopsylla paranoma) FNZ Bk
(Stenoponia polyspina) . 254 15 FIEGLF I WLFZ 1,

R RAERIMG AR A A BAER

Table 1 Distribution of sampling sites, sample sizes, and information on fleas

N N N T 3 ) YR £)
Rb - ‘i S O et
HEF, BM 100°33' 49.9" 33°07 28.3" 3705 14 82 100.00 5.86
Gl DT 101°47" 20.7" 37°09’ 7.3" 2988 19 90 84.21 474
RIEGD 101°33' 14.17" 36°17' 57.7" 3119 11 9 36.36 0.82
HAGH 99°44' 6.0" 37°02' 1.8" 3209 14 77 85.71 5.50
Ft# 1(GN1) 101°04’ 8.9” 35°46' 32.1" 3255 17 3 11.77 0.18
5 2(GN2) 100°27' 42.6" 35°34 38.6" 3306 19 37 84.21 1.95
H 3(GN3) 101°18" 4.4" 35°46' 2.8" 3302 12 34 50.00 2.83
fLREHL 102°17' 49.7" 36°11'18.5" 3185 15 27 80.00 1.80
I RE HN 101°33’ 35.2" 34°46' 29.6" 3552 15 75 93.33 5.00
EIEHY 101°04’ 41.4" 36°39' 16.6" 3043 16 39 81.25 2.44
H I HZ 102°15' 21.6" 37°02' 7.3" 2857 15 39 93.33 2.60
AR 1UJZ1) 101°29' 29.6" 33°15'35.6" 3741 17 26 76.47 1.53
KiG2(J72) 100°49’ 19.6" 33°36' 17.9" 3847 14 42 71.43 3.00
ITEMY 101°49’ 31.6" 37°19' 24.5" 2715 15 35 73.33 2.33
AR 1(QL1) 100°11' 35.3" 38°06 14.7" 3213 14 57 85.71 4.07
AR 2(QL2) 100°31' 31.9" 37°39' 34.5" 3566 16 86 87.50 5.38
4 XH 99°55'7.3" 35°51'10.7" 3566 14 60 78.57 429
R ZK 100°57" 42.2" 35°14' 15.5" 3428 25 17 36.00 0.68
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Table 2 The species composition and geographic distribution
of fleas on E. baileyi

REE AR B 20 2 g I B e e

mOBTE EOPE MR Ty T Tyt H mE AR
BM 28 36 0 4 3 2 5 2 2 0
DT 81 0 6 0 2 0 1 0 0 0
GD 4 0 2 0 0 3 0 0 0 0
GH 63 0 14 0 0 0 0 0 0 0
GN1 0 0 2 1 0 0 0 0 0 0
GN2 27 0 10 0 0 0 0 0 0 0
GN3 9 0 25 0 0 0 0 0 0 0
HL 26 0 0 0 0 1 0 0 0 0
HN 25 35 0 0 0 2 6 1 6 0
HY 38 0 1 0 0 0 0 0 0 0
HZ 33 0 1 0 0 5 0 0 0 0
J7Z1 15 11 0 0 0 0 0 0 0 0
J72 32 5 0 0 0 0 3 2 0 0
MY 24 0 0 11 0 0 0 0 0 0
QLI 55 0 0 0 1 1 0 0 0 0
QL2 72 0 0 1 10 0 0 3 0 0
XH 54 0 3 0 0 1 0 0 0 2
7K 2 0 15 0 0 0 0 0 0 0

41 588 87 79 17 16 15 15 8 8 2
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Figure 1 Geographic distribution and hierarchical clustering

structure of fleas from E. baileyi
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