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Identification of Translocated Chromosomes in
Chinese Endemic Wheat Accessions
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Abstract: Chinese endemic wheat accessions with special geographical distributions are important to
study the evolution of common wheat. In this study, multi-color genome in situ hybridization and
multi-color fluorescence in situ hybridization were used for identification of translocated chromosomes
in Chinese endemic wheat accessions. The results indicated that all the seven Chinese endemic wheat
lines analyzed had the chromosome translocation of 4 AI-5A1-7BS, which was the interspecies-specific
translocation of common wheat and emmer wheat. We found additional two new pairs of transloca-
tions, i.e. 1BS « 1BL-2DL and 2DS - 2DIL-1BL, in Yunnan hulled wheat AS335. However, the trans-
locations were not found in another Yunnan hulled wheat AS336, thus indicating that they were not
subspecies-specific. The two pairs of translocations were reciprocal translocations and the breakpoints
were not located in centromeric regions but in the middle of long arms of the chromosomes. The pro-
duction of reciprocal translocations and their values in species evolution and adaptation as well as fol-
lowing works were discussed.
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Fig.2 Chromosome configuration of wheat AS335 by in situ hybridization.
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