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Fig.1 Molecular phylogenetic tree of Coleoptera constructed by NJ method
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Application of DNA barcoding techniques of mitochondrial CO 1 on
species identification of coleopteran larvae

LIU Cuixia' > LIN Gong-hua' SU Jianping' CHEN Shengyun’ ZHANG Tong—uo'
(1. Northwest Institute of Plateau Biology Chinese Academy of Sciences Xining 810008 China;
2. University of Chinese Academy of Sciences Beijing 100049 China;
3. Qilian Shan Station of Glaciology and Ecologic Environment State Key Laboratory of Cryospheric Sciences
Cold and Arid Regions Environmental and Engineering Research Institute

Chinese Academy of Sciences Lanzhou 730000 China)

Abstract: The identification of many insect species and especially pupae and larval stages can be very difficult by
traditional morphological methods as a consequence of high morphological variability within species and due to the
existence of sibling species. Coleopteran is the most diverse order of insects and its identification is more difficult
and complex. In this study the PCR techniques was used to amplify 20 common coleopteran larvaes in Qinghai and
566 bp sequences of Mitochondrial Cytochrome Oxidase I( CO 1) was obtained in order to identify the larvaes
which have similar morphology. Sequences were blasted in the GenBank genetic distances were calculated and a
NJ phylogenetic tree was constructed with Kimmura2-parameter distances mode. The results showed that all the
larvaes belonged to 5 families and 9 genera based on the analysis of three kinds of methods. In conclusion that DNA
Barcoding is a fast and accurate tool for species identification and mtDNA CO [ sequence data can be used as stand—
ard DNA barcoding marker for successful species identification of coleopteran insects.

Key words: Coleopteran; molecular identification; mitochondrial CO [ ; DNA barcoding
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