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1
Table 1 Elymus nutans introduced from NPGS in the study

2
Table 2 Wild Elymus species collected in Qinghai

No. Conserved code Origins

1 PI 499450 Inner Mongolia
2 PI 499451 Gansu

3 PI 499611 Gansu

4 PI 504459 Inner Mongolia
5 PI 531643 Sichuan

6 PI 531644 Gansu

7 PI 531645 Qinghai

8 PI 547394 Inner Mongolia
9 PI1 619516 Sichuan

10 PI 619575 Xinjiang

11 PI 619590 Tibet

12 PI 628675 Xinjiang

13 PI 628698 Gansu

14 PI 655186 Gansu

No. Conserved Species Origins
code
15 Tongde Elymus sibiricus Tongde
Qingmu
1 Elymus sibiricus Tongde
No. 1
17 El Elymus nutans Guoluo
18 E2 Elymus nutans Xining
19 E3 Elymus nutans Xining
20 E4 Elymus nutans Xining
21 ES5 Elymus sibiricus Xining
22 E6 Elymus sibiricus Xining
23 E7 Elymus sibiricus Xining
1.2.2 PCR
(www. wheat. pw. usda. gov/)
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Do o
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305,72 C 30 s, 35 ; 72 °C
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1 6 (PI 531644)
Fig. 1 Mitosis metaphase of
PI 531644

2 1 (PI 499450)
Fig.2 Mitosis metaphase of
PI 499450
3

Table 3 Cytological identification results of the

introduced Elymus nutans

No. Conserved code Chromosome numbers
1 PI 499450 42
2 P1 499451 42
3 P1499611 42
4 PI 504459 28
5 P1531643 42
6 PI 531644 28
7 PI1 531645 28
8 P1 547394 28
9 PI 619516 42
10 PI 619575 28
11 PI 619590 42
12 PI 628675 42
13 P1 628698 42
14 PI 655186 42

N 3
28; 42,
2.2 EST-SSR
( StHY)
( StH) Y,
Y
15 16
»11 12
42 SSR
) , 42 SSR » Xeo
wem38c N ,
Xcwem38c 130~
180 bp C 3.
2.3 EST-SSR
, Xcwem38ce
, , 15
16 4.6.7.8 10
, (
12 ) 150 bp , 12
110 160 bp ,
« D,
1~14 ,4.6.7.8
10 28 ,
5 , Xcwem38c
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Fig. 3 The partial PCR amplification results of SSR primers
.15 ;16 511 PI1 619590312 PI 628675; M Maker,
Note: 15, E. sibiricus ‘Tongde’ 16, E. sibiricus ‘Qingmu No. 17;11,PI 619590;12,P1 628675; M, Maker.
15 16 1 2 3 < 5 6 7 8 9 10 11 12 13 14 M
4—250 bp
4—200 bp
4— 150 bp
' b db ab i e GBS o
- w ~= G0 G f G0 e» ab «—100 bp
4 Xcwem38c 14
Fig. 4 The amplification results of primer Xcwem38c in 14 introduced material
.15 ;16 s1~14 1;M Marker,
Note; 15, E. sibiricus ‘Tongde’ ;16,E. sibiricus ‘ Qingmu No. 1’ ;1~14,same as Tablel ; M, marker.
, PCR ¢ 3. 17~
. 12 20 21~23
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Fig. 5 The amplification results of primer Xcwem38c in 12 wild material
.11 PI1619590;12  PI 628675;15 ;16 ;17~23 2;M  Marker,
Note;11,PI 619590312, PI 628675315, E. sibiricus * Tongde’; 16, E. sibiricus * Qingmu No. 17 ;17 ~ 23, same as Table 2; M,

marker.
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Distinguishing Elymus nutans from Elymus sibiricus in

Qinghai-Tibet Plateau using a SSR marker

LEI Yun-ting"?, DOU Quan-wen'
(1. Northwest Institute of Plateau Biology. Chinese Academy of Sciences, Xining 810001, China;

2. Graduate university of Chinese Academy of Sciences, Beijing 100049, China)

Abtract: Elymus nutans and E. sibiricus, which belong to Elymus genus of the Triticeae, are perennial
herbaceous plants. These two species are high-quality forage grasses which wildly planted in China, espe-
cially in alpine zone of Qinghai-Tibet Plateau. Due to eco-adaptive variation, it was often confusing while i-
dentifying some wild germplasms between them. In order to distinguish E. nutans {from E. sibiricus, mate-
rials collected from Sichuan, Gansu and Tibet and somewhere else were screened using 42 SSR primers, in-
cluding 21 genomic SSR and 21 EST-SSR, which located on the 21 chromosomes of wheat. The results
showed that a EST-SSR primer Xcwem38c could produce 3 bands in E. nutans and 1 band in E. sibiricus in
PCR system. It indicated that the band with 100 bp presented in both E. nutans and E. sibiricus, while two
contiguous bands with 150 bp were only existed in E. nutans. Thus, the two bands could be used to distin-
guish E. nutans from E. sibiricus. At the same time, the results obtained from further cytological identifi-
cation study were consistent with the molecule marker, which supported the conclusion that the EST-SSR
primer Xcwem38c could be used to distinguish E. nutans {from E. sibiricus effectively.
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