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Genetic Variation of High-molecular-weight dutenin Subunits
in Wild Barley and Highland Barley

ZHANG Mei-niu, ZHANG Huai-gang "~ , CAl Lian-bing and CHEN Zhi-guo

(Northwest Institute of Plateau Biology , Chinese Academy of Sciences, Xining 810001 ,China)

Abgtract : Variation in the electrophoretic banding patterns of high-molecular-weight glutenin subunits
(HMW-GS) of 33 highland barley varieties and 5 wild barley entries were examined by sodium dodecyl
sulfate polyacrylamide gel electrophoress (SDSPA GE). The results indicated that the variation of
HMW- GS was different between wild barley and highland barley. Two typesof HMW- GS were iden-
tified in highland barley. One bandingisclose to the upsde of 7 glutenin subunit in wheat and the oth-
er is below the 7 glutenin subunit. There was only one type of HMW-GS found in 5 wild barley en-
tries smilar to the 10 band in wheat. So we should introduce new and good types of HMW-GSto im-
prove highland barley gluten.
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Table 1 33 barley varieties (lines) used in this experiment
() ()
No Variety (line) Production area Source No Variety (line) Production area Source
1 95H229-546 18 91-88541
2 95H229-7-2-3 19 1
3 88 3431 20 164
4 91-131553A 21 2
5  95H1-29-566 22 3
6 88 451 23 BYDV3
7 91 21 24 84
8  98006( ) 25 20031
9 91171 26 20032
10  95H-29-7-2-5 27 20033
1 9141 28 20034
12 92 28 29 20035
13 93H2-28-2 30  2002-39
14  94H2-23 31 2002-43
15 89003 A 32 200241
16 9232 33
17 88 342
1.2
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CK: ;1 33: ( 1):B1 B5:

D

‘W1 W5:
CK: Chinese spring; 1 33: mean the materia tested in the experiment describedin Table 1; B1 5: H.bogdanii ,H. roshevitz ,H. pro-
cerum,H. depressum and H. brevisubulatum; W1 5: wheat advanced strains
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