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Sequence analysis and prokaryo expression of kinesin

AtOvKLP in Arabidopsisthaliana
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( Northw est Plateau Institute of Biology, Key Laboratory of Adaptation and Evolution of Plateau Biota,

Chinese Academy of Sciences, Xihing 810001, China)

Abstract: AtOvKLP is one of kinesirrlike proteins in Arabidopsis thaliana.The sequencing and motore
region analysis displayed AT P-binding sequence of AtOvKLP (FAYGQTGSGKT)was different from other
kinesins { YGQT GSGKT). A close relationship between AtOvKLP and kinesins of KHC subfamily was
supported by the phylogenetic analysis among AtOvKLP and other subfamilies. And expressed the
AtOvKLP ¢DNA sequence in E. coil and obtained desired products in vitro for further study in validating
the biochemistry activity of AtOvKLP.
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Fig.2 The amino acid sequences of AtOvKLP
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:SpKHC (klp3,Schizosacchar omy ces p ombe), 0s08g0117000 (NP_001060858, Oryza sativa), Os]_024800( E AZ41317, Oryza sativa),

ScKHC ( ADR145Cp, Saccharomyces cerevisiae ), CeKHC (unc 116, Caenorhabditis elegans), DmKHC ( CG10845PA, Drosop hila melano-

gaster), HsKHC ( P33176, H omo sapiens), MmKHC( A AA20133, Drosophila melanogaster ), LpKHC ( P21613, Loligo pealei ), AtKatA

(CAB79127, Arabidop sis thaliana, G T erminal) , AtKIF4( NP851151, A rabidop sis thaliana, KIF4) , AtKIP3( CAB62469, A rabidop sis thaliana,

KIP3), AtBimC(NP850281,A rabidop sis thaliana, Biem) , AtOvKLP (A rabidop sis thaliana) .
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Fig.3 Phylogenetic tree based on the amino acid sequence of the AtOvKLP and other kinesins
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Fig.4 Alignment of AtOvKLP with Os08g0117000
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Fig.6 The expression of AtOvKLP ¢cDNA
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