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Application of Mitochondrial DNA in Molecular Ecology
DU Yu~ongetal (Northwest Plateau Institute of Biology, Chinese Academy of Science, Xining, Qinghai 810001)
Abstract Characters and advantages of mitochondrial DNA were summarized. Its application in some research fields related with molecular

ecology was reviewed. Meanwhile, its application perspective in genetic diversity and molecular phylogeography in Qinghai- Tibetan plateau was
presented.
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