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Detection and Analysis of Bar Gene in Wheat and Maize
Qu Haipan', Wang Yingfang®, Liu Meihan', Wang Zhong' , Zhang Peng'

(1.Qinghai Province Grain and Qil Testing and Prevention Institute, Xining , Qinghai 810000, China ;
2.Northwest Institute of PlateauBiology , Chinese Academy of Sciences,Xining , Qinghai 810000, China)
Abstract: This paper aimed to detect Bar target gene detection in wheat, maize. CTAB method was used to extract
DNA from corn and wheat. DNA content was measured and effective PCR amplification of target genes and gel elec
trophoresis were carried out. The positive control contained the Bar gene of interest as a template, and the blank con-
trol used ddH20O as a template. The results showed that barley was detected in commercial wheat but not in maize.
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wind turbine. The power of the wind turbine increases first and then decreases with the increase of installation angle.
The wind tunnel experiment shows that the highest efficiency of the wind turbine is obtained when the diameter of the
wind wheel is 860mm, the speed is near 300r/min and the installation angle is 4 degrees. The variation trend of the
numerical simulation and the wind tunnel experiment results are basically the same.

Key words: H type wind turbine; installation angle; rotation diameter; numerical simulation; wind tunnel experi-
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