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Abstract: The expression sequence of ribosomal protein S15 (RPSL5) gene fran muscle tissue of Ailuropoda melanoleuca
was anplified successully through RT-PCR technique for the first tme, which was sequenced and analyzed prelminarily
The result shoved that the full length of the expresson sequence was 442 bp containing an ORF of 438 bp.  The deduced
protein sequence showed that the protein was composed of 145 anino acids and its estimated molecular weightwas 17. 0401
kDawith aplof 10 39 Therewere 4 different patternsof functional sites o cAM P and cGV P-dependent kinase phogpho-
rylation sites one ribosomal protein S19 signature site; four N- myristoylation sites five casein kinase C phoghorylation
sites in the RPSL5 protein  Further analysis indicated that the expression sequence of RPSL5 and the protein encoded were
highly hanologous to ssme mammals reported
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