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Fig 1 Phylogenetic tree of six Chinese gecies of pikas (Branch lengths

and bootstrap confidence values are indicated above and below the branches, respectively)
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THE CORRELATION BETW EEN THE ENVIRONM ENTAL
CHANGESAND THE EVOLUTIONOF THE TWO
SIBL ING SPECIESOF PIKA (GENUSOCHOTONA)

YU Ning"> ZHENG Changlin®> [sH11 ming]

(*L aboratory o Cellular and M olecular Evolution, Kunming Institute  Zoology, Kunming, 650223)
(N orthw est P lateau Institute o B iology, the ChineseA cadany of Sciences, X ining, 810001)

Abstract

Six gecies of pikaw ere investigated using mitochondrial DNA (mtDNA) restric-
tion site analysis Thephylogenetic treew as constructed using PAU Pw ith O. erythrotis
designated as an outgroup. Perhaps, themost intriguing resultsof this study is that the
molecular tree gives us a different picture of the phylogeny compared w ith the former
morphological studies Previously, O. cansus and O. thibetana, shrubland burrow ing
gecies O. curzonize and O. daurica, meadow -steppe burrow ing Pecies have been
treated as two pairs of sibling species W ithin each pair, the forms have similar mor-
phologies and equivalent ecology. How ever, w ith the present study, each pair member
is found on a different branch of the tree, which indicates that those form s came from
different maternal lineages Perhaps, the morphological smilarities is caused by the
convergent evolution D ivergence time, estimated from genetic distances, suggestsape-
riod of rapid radiation of genusOchotona, perhapsduring the late Pliocene T hese calcu-
lations seem to corregpond roughly to the tectonic events and environment changes
through time, and appear to be substantiated by the fossil record
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